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CLUSTAL W (1.7) Multiple Sequence Alignments 



Sequence format is Pearson 
Sequence 1: 1601793CD1 315 aa 

Sequence 2: g220582 325 aa 

Start of Pairwise alignments 
Aligning. . . 

Sequences (1:2) Aligned. Score: 58 
Start of Multiple Alignment 
There are 1 groups 
Aligning. . . 

Group 1: Sequences: 2 Score: 3364 

Alignment Score 1226 

CLUSTAL-Alignment file created [baaxOayYk . aln] 
CLUSTAL W (1.7) multiple sequence alignment 



1601793 CD1 -MDLRQFLMCLSLCTAFALS KPTEKKDRVHH - EPQLSDKVHNDAQS FDYDHDAFLGA 

g2 2 0 5 8 2 MARGGRLGLALGLLLALVLALRAKPTVRKERWRPDSELGERPPEDNQSFQYDHEAFLGK 

* ★ * . * . *** .*.** . . ; * ★★*.***.**** 

1601793 CD1 EEAKTFDQLTPEESKERLGKI VSKIDGDKDGFVTVDELKDWIKFAQKRWI YEDVERQWKG 

g220582 EDSKTFDQLSPDESKERLGKIVDRIDSDGDGLVTTEELKLWIKRVQKRYIYDNVAKVWKD 
*..******.*.**********.*** **.**_.*★* *★* ***.**..* . ** 4 

1601793CD1 HDLNEDGLVSWEEYKNATYGYVLDDP DPDDGFNYKQMMVRDERRFKMADKDGDL IA 

g2 2 0 5 8 2 YDRDKDEKI SWEEYKQATYGYYLGNPAEFHDSSDHHTFKKMLPRDERRFKASDLDGDLTA 

. * ..* .*★***★.***★* * . . * ..:*:*: ******* ;* **** * 

16017 93CD1 TKEEFTAFLHPEEYDYMKDIWQETMEDIDKNADGFIDLEEYIGDMYSHDGNTDEPEWVK 
g220582 TREEFTAFLHPEEFEHMKEIWLETLEDIDKNGDGFVDQDEYIADMFSHEDNGPEPDWVL 
*.****★*****★...**.**★ **.★******★*.★ .*★* **.*★ 

160179 3 CD1 TEREQFVEFRDKNRDGKMDKEETKDWILPSDYDHAEAEARHLVYESDQNKDGKLTKEEIV 
g220582 SEREQFNDFRDLNKDGKLDKDEIRHWILPQDYDHAQAEARHLVYESDKNKDEMLTKEEIL 
.***** .**★ ★.***.**.* . ***★ ★****.****★★***★★.*** ***★★★. 



1601793 CD1 DKYDLFVGSQATDFGEALVR-HDEF 
g2 2 0 5 8 2 DNWNMFVGSQATNYGEDLTKNHDEL 
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Revision history for "D13003" 


Search for Genes 


GI 


Version i 


Update Date 


Status 




220581 




Jul 25 2002 14:17 


Live 






220581 




Sen 8 1999 19:10 


Dead 






220581 




Mar 17 1999 21:53 


Dead 






220581 




Jun 5 1997 14:48 


Dead 




Entrez Nucleotide 


220581 




Apr 29 1993 10:48 


Dead 





Accession D13003 was first seen at NCBI on Apr 29 1993 10:48 
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□ 1: BAA02366. reticulocalbin [M...[gi:220582] 



BLink, Domains, Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



Protein 

sig_peptide 
mat_j?eptide 

CDS 



BAA02366 325 aa linear ROD 09-SEP-1999 

reticulocalbin [Mus musculus] . 

BAA02366 

BAA02366.1 GI:220582 

locus MUSRCAL accession D13003.1 

Mus musculus (house mouse) 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Rodentia; Sciurognathi ; Muridae; Murinae; Mus. 

1 (residues 1 to 325) 
Ozawa,M. and Muramatsu,T. 

Reticulocalbin, a novel endoplasmic reticulum resident 

Ca (2+) -binding protein with multiple EF-hand motifs and a 

carboxyl -terminal HDEL sequence 

J. Biol. Chem. 268 (1), 699-705 (1993) 

93107083 

8416973 

2 (residues 1 to 325) 
Ozawa,M. 

Direct Submission 

Submitted (23-AUG-1992) Masayuki Ozawa, Faculty of Medicine, 
Kagoshima University, Department of Biochemistry; 8-35-1 
Sakuragaoka, Kagoshima, Kagoshima 890, Japan (Tel : 0992-75-5246 , 
Fax:0992-64-5618) 

Location/Qualifiers 
1..325 

/organism= n Mus musculus" 
/strain="129/Sv" 
/db_xref = n taxon : 10090" 
/clone="01 and M10" 
/cell_line= n OTT6050" 
/cell_type= n teratocarcinoma" 
1..325 

/product=" reticulocalbin" 
1. .20 
21. .325 

/pr oduc t = " unnamed n 
1. .325 

/gene="Rcal n 

/coded_by= "D13003 .1:35.. 1012 " 



ORIGIN 



1 marggrlgla Iglllalvla Irakptvrke rwrpdselg erppednqsf qydheaflgk 
61 edsktfdqls pdeskerlgk ivdridsdgd glvtteelkl wikrvqkryi ydnvakvwkd 
121 ydrdkdekis weeykqatyg yylgnpaefh dssdhhtfkk mlprderrfk asdldgdlta 
181 treeftaflh peefehmkei wletledid kngdgfvdqd eyiadmfshe dngpepdwvl 
241 sereqfndfr dlnkdgkldk deirhwllpq dydhaqaear hlvyesdknk demltkeeil 
301 dnwnmfvgsq atnygedltk nhdel 
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